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Abstract

In plants, the effective defense against external threats has always been a very
important topic, and this experiment 1s to explore the defense messages and physiological
defense mechanisms transmitted by plants through the roots.

Salt stimulation stimulates the roots to secrete AtCAPE] peptides for defense
message transmission, to confirm that Arabidopsis defensive messages can communicate
with each other via roots, and plants with normal genes can be used to enhance the defense
ability of mutants.

Combined with AtCAPE, the few peptides found in the plant were tested and

provided many continuation experiments to create an avenue for the plant defense system.
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(DEER ~ &~ BIFY
Q) EFFEAIFEEAK
(3)ITL) 75 L BB T s B T e
(DI G
(5)pH meter ERFZIENR4 ~ 7)
(OIS EES
(MEVAERRQ A7)
(®)laminar flow ~ JFEH5
OPiERTFE
10y 55 4°C
28
(D1/2MS M0222(57F = 220.3g)
(2)sucrose
(3)agar
3R
(1) sucrose JEERE By 3% K2 1/2MS SIS B ATHE 2.203g FELF ﬁﬂf\ﬁﬁﬂ\
QAR T > WAIAZIOK » K& - REEEMNROR IR FE s B AR E]5E
EE IR IEN
(3)LL pH meter &= HY pH & » {GFIA 3M #9 KOH 1 HCL % EHEYIi#H & TR
IEE 572
AEAR pH HIETRE > BHEAEFHZF » WIIAZKKEMEZ &
(5)iéF agar JEFE Ky 0.8% M0 AMILIER » M6 H KB mE A A
(O)FRHfE - RG_EIR B B 12 AR 2 R
(7) 7£ laminar flow #GRFELAEA plate H > 4 1/2 7%
if L EFRA/NROEEL - FDKIE K
(Q)FFHLEEE R 5E R > Eff nEit 4°C
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1.3

(DEI)ERBECE

YA B IUE(1.5 247315 > 1section A1 2section)

(3)50ml 2T~ pipetman K tip

24788 -

(1)172MS M0222(53+ & 220.32)

(2)sucrose

(BMES(7r+& 195.2)

(HNaCl(7r1& 58.44)

(5)agar

3R

(D sucrose JEFE By 3% F 12MS IR R A TFHA 2.203g K MES JEFE By 0.05M K&
NaCl &% 5 125mM 1[E 71.(2:7% Pei-Shan Chien, 2015)FF4F » HIASERR

A (M) AtCAPE1
- - + 0,01 01 1 10
WT  [-——eeeme proatcape? -]

= —

Bl7 - BRREARREIR

PRI 7 RS By 125mM BRf ] DU 2 R 22 Bl R S AU B Rl T b /3
QEAEFRBECE 1774AQ2)-(7)

(3)LL 50ml ZEF pipetman PZEY 30cc A lsection ZZEEHE » 47 Hl ldce A 2section
ZHERE

(DFFHEERE R 5ERK > B aE 4°C



(SFEHE 7 KA K 14 RAMIFTHI{AFF wild type I AtCAPE] knockdown ZE8#k
1EfA

(1)laminar flow

tip ~ BIIAR ~ BERIE ~ rack(15ml #1 5ml) ~ 1ml pipetman
QERE

Dz zs

5= 4C

M

(OFRE7E wild type F1 AtCAPE1 knockdown ZE 88 #k  fdi+-
(2)15% bleach

(3)10% triton X-100

(DIEE7K
(S)LUBELFY 1/2MS M0222 £
3MAE

(D7 1/2MS plate B laminar flow

QB FET1% » F 15% bleach 1ml F1 10% triton X-100 10ul » BHfE - EfFH 1
Q) FfREZESRIE 10 4784

(DFS laminar flow TR ERE(E

(5)1-5 KEFEHLEER > 55 6 ZXH pipetman FF7KIKEZ

(O)FFfEF IS » F tip BETE plate | @ #F{&E FAERE

(NLAESEAEST - AR FREERR » REHE AR E 5 KK 12 K
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(V) ES 2 BERIERENE 7 KRR 14 KAHIRTHIATF wild type F1 AtCAPEL
knockdown ZE&ERE

135 -

(1)laminar flow ~ JEkE

QfFET

GMEK S

(DEHFEs

248}

(DPT$7/A7F wild type F11 AtCAPE] knockdown 28Kk 7 KA Bz 14 K AFERE
Q) LABCE LY 1/2MS M0222

3RFEGIAE laminar flow FPEE(E)

(DLVEREESE T - WLOKIE > A

QFtE =0

Lvsl 2vs Z{20HE dvsd

7\ - BRI E T3
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(R)BE AR R IFEREEE R

135 -

(DIEEEFOZE

(QRREE ~ HEIH

(3) 2ml safe lock tube

(HEER

O)KtE

(6)80°C 2K

PR

(1) &R B 0 B IR SRS B Y 25 4H T FiL A 7+ wild type F1 AtCAPEL knockdown 28 8

MR T RAR B 14 RATER - J0E SR
3R

(DA AR IR R 4E g

(DAE laminar flow F > SeLOKERERRT > AU

(3){E 2ml safe lock tube HHHIA 1 {EZEEE

(RS A 2ml safe lock tube

OILZAKRESR

(6)7KZ-80°C Z 7KF8E

FNEREFIREHE-RNA extraction
L%l

(1)Geno Grinder

(QFEER

(3)homogenize tube

(4)parafilm

(SNIENAR ~ HEFE

(O)RREE ~ HEIH

(7)pipetman ~ filter tip

() -80°C Z/K%a

C)F iAW

28084

()& B 5 R AL s B Y 2% AH AT AT {7+ wild type 11 AtCAPET knockdown 25
PRZ T RAR R 14 RAMERR » JE AR
(2)Total RNA Mini1 Kit (Plant)

fmf ¢ (Genaid)

(3) B-Mercaptoethanol

(4) 100% ethanol
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(DJ77AF () B ER A B BER BB & R AR BRI (3)-(5) » SR e KFE =
B R REE

(2 SO0 RB 1 Spl B-ME JOAEH - #8HK 1

(3)H parafilm 1 homogenize tube £f [

(4)Geno Grinder {4

a R R (A 3 E Fy 2 o7 > R EER (A g E By 1550 rpm
b.F= L TURAL AR I B AR

cf# T h%A

dEBSERARIEN K L 2 778854

e. B8 de HEIR M 2 ABRIFH

G)EFFE 60°C JNZMAR 5 478

OEFEFIRIEE 245 F 2 ml collection tube HY filter column

(DHEL 1000xg BfECs 1 7388 > 34 filter column

(Q)FHE LS 2 Y 1.5ml tube

OIIA 172 &2 100% ethanol > BIZU# %

10 EE LA EEEE E 2 ml collection tube #Y RB column

(I1DEA 16000xg B0y 1 7388 » BIE N ITK

(12)41 400 ul W1 buffer £ RB column @ #%—#%

(13)24 16000xg #fE/Ca 30 b > FIE TN AR

(141 600 ul Wash (E241A 100% ethanoD)%( RB column

(1524 16000xg #fECa 30 #b > FIE TN AR

(16)11 600 ul Wash (E241A 100% ethanoD)%( RB column

(17)LL 16000xg By 1 733% > FIE T HR

(18)LA 16000xg 255 3 475#

(19)#% RB column #Ef% 2= #fY 1.5ml tube » HCAJEFS 5 478% > RNase free water BA
WeFHSF » —[EIIA

QO A 20 ul RNase free water %/ RB column 1F 50

QDEFE 10 e

(22)#0r 16000xg 1 5788 » {# RNA [A)% » 772-80'C Z/KFE
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(O)ERFHRENE-# cDNA
1.3
(DPCR machine
(2)nano drop
(3 Lot
4)-20°C JKFa
28458
(DZEHUET 2 S B b S s B Y 25 4H 1T A5 wild type A1 AtCAPEL
knockdown ZEEIR . T KA R 14 KAKERR @ 4E/SFIEHT RNA
()& ddH20
(3)Oligo dT
(4)dNTP
(5)5X first strand buffer
(6)DTT
(7)SuperScrip III Reverse Transcriptase

3MAR
(DFFZEHUEF Y RNA 2RK - DIEZas IR b RORAIITE) - A/ INGE DR L
K
(2)nanodrop {5 F
a.Bh75E Nucleic Acid #EA - S DASASRARES 25
b.L2A ddH20 W 1l & 7E nanodrop $%98 I - &EHI— It F e B 4l 5
c.FF LA ddH20 W 1l SR nanodrop $%5H [ > #E{TE S {E = (blank)
d. A nanodrop & RNA TR
e fE_F 5 H138E Sample type & RNA » 1F Sample ID A7 B i AKE L 447HE

» IREY 1ul 2 RNA JETE nanodrop #5398 _F » K B 1£1% measure
fZEFE% - Hatiraliciss - SR04
aF ©260/280 Z{HZEEAE 1.8-2.1 » 2601230 ZAEZ%AE 2 DA E
QURENEF% - stREMHHEREEZKE
(D ANTP 1 Oligo dT BUHIZRIK » I ENEE
(5)7kF RNA P 2 201 ddH20 %552 11ul > FIA dNTP M Oligo dT % 1u1
(6)L A PCR machine #{TEE—{EFEFF 65°C 5 43§# » HESE volume A 13ul
verify block
(HIEFP 2 B » BIE premix2(4ul Sxbuffer » 1ul 0.1M DTT - 1ul ddH20)
OFFLARTEARR 2 e B - JRURA% > DA premix2 A1 1ul SS IITRT
O) LB E BT IE 20ul » BA PCR machine FP#i{T28 —(Ef2=0 > S0°C 60 43
$ > 72°C 15 478 » HESH volume A 20ul » BE verify block
(10)EFEFHISERT - IIAJKE ddH20 - {# cDNA JERE B4F 20 ul BESHA 1l cDNA
(A DFERFT-20C
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(LVERFRHREHE : RT-PCR

1354 -
(HELFEFER #% 25m)) ~ MRS
(2)PCR machine

(3)Gel Doc XR+544 248

DOHIERE ~ FURIE ~ BT

PRZEER

(DAEHUF = & B S 3 s B Y 25 4H I PeT iz {3 7 wiild type A1 AtCAPEL
knockdown ZEEERR . T KA e 14 KAAERR » A0E7SFIEHY cDNA
(2)agar

(3)TAE buffer

(@actin? FI&FERIAY forward ~ reverse transcriptase

(5)ddH20 JFEE7K

(6)2X GT PreMix

("Dhealth view

(8)DNA Marker

3MER

(DEBRERC 1.5%

()i agar A TAE buffer

Q)FEERONIERON > BEEI5E 2% - A 3ul health view
(DHEIARERL > fhfL > FEHESATEEE

5)FH fw ~ v ~ 2X GT PreMix f1 ddH20 JE 7K 4% premix » FEFA K

Z= - RT-PCR EH BB

fw v 2X GT PreMix  ddH20 &K cDNA
0.5ul 0.5ul 12.5ul 10.5ul 1ul
(6)1F premix A cDNA

(DA PCR machine » #{7 PCR
(8) stagel 95°C 5 s
stage2 95°C 15 b > 55°C 15 #p > 72°C 30 #0
stage3 72°C 5 778 > 16C F#e&E
TSR volume £ 251l » 3%E stage2 EEAEKEY
2 verify block
)Rk & EIA TAE Buffer
(10)#F S ARSI AL 100l JFE AFLHR > TiE /28 M A DNA Marker 2ul
(1) DNA Marker BfI%] agar %1% » KB E2% Gel Doc XR+5215 S48 it KL 58 1k
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(ﬂ)gﬁlﬁiﬁizﬁﬂi
l:I {%

(1)96 FLER BT RS

(2)QPCR machine

(3)EE T pipetman

247074

QPCR

(1) FEH ST 2 4% ot SRR B A 25 4 B ez {H 7+ wild type F1 AtCAPEL
knockdown ZE8E 2 7T KA K 14 RATERE » AE7SFAIHY cDNA

Q) &AEFERIHY forward primer FI reverse primer

= ~ R AR
R ThsE
At4g33730
Actin2 E By internal control
ABA-responsive element  JEATHZ F-F 5 B R
binding protein 1 N2l ABA (S5 {HE
(AREBI) Py R M R R A
T
ABA-INSENSITIVE 5
(ABD)
RD29B TRV /K Z B i R
=)
RD20
RD22
ALDH7B4 SHHEYHE

SHZERER Y&
YA N

[A1-PYRROLINE-5-
CARBOXYLATE
SYNTHASE 1
(P5CSI)
GALACTINOL
SYNTHASE
(GolS)

16

SEEY
%y AtCAPE] Z Fif5855A  1.Pei-Shan Chien, 2015

1.Pei-Shan Chien, 2015
1.Fujitaet al., 2005

2.Unoet al., 2000
3.Nakashima and
Yamaguchi-Shinozaki, 2013
1.Finkelstein and Lynch,
2000

2.Unoet al., 2000
3.Nakashima and
Yamaguchi-Shinozaki, 2013
1.Yamaguchi-Shinozakiaib
and Kazuo Shinozak, 1994
2. Ingram and Bartels, 1996
1.Takahashier al., 2000
1.Yamaguchi-Shinozaki and
Shinozaki, 1993

Kircher al, 2004
Kotchoniet al., 2006
Yoshibaet al., 1999

Tajiet al., 2002


https://www.ncbi.nlm.nih.gov/pmc/articles/PMC4526916/#CIT0050
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC4526916/#CIT0040

(3) 2X SYBR Green
(4)ddH20
3R ¢

(1) FW ~ RV ~ 2X SYBR ~ ddH20 #45% premixGE @ &0 cDNA Fij=19ul)

#RH : QPCR BEMHIER

96 L
B’
FW RV 2X ddH20 cDNA  total
SYBR

Il Iyl 10ul  7ul Iyl 20ul

()% premix B2 cDNA LA 96 FL# o

(3)FIIFHEE T pipetman "HY premix

¥ R EVE R E By 19ul 0 repeat EXTE R 6 K

aF IR HURHRF tip FA premix F 0 FEEE— TR 0 1255 IR B (Y EE A
premix H1) > 2 NARATLUR » 6 TOMETR » PRI > FeHEZE (R Al A
premix * {F premix _2%)

(4) FH—f%HY pipetman BHY 1ul 7Y cDNA JILA

(S)ETHE

(6)Ef.L» 10000xg

(T A QPCR machine H{&H]

®EF= 1
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VO ~ AtCAPE] ZIERCRHIE ;%

LAERRBECE CAE T HRE b AR RS 26 2 i E RS =~ 58 ER)

2 ERRRFC B O[5 B] 35 AR ER o b HE HE A B B R S5 it {222 22 AR AR 2 B8 ER)

ik EYAERBOTIPZ SRR EIL

3FEME 7 KRR 14 RAHIFTRI{ETF AtCAPE] overexpression protein(e YPF)-
tagged (2 [F] BT 35 AR B0 4 W HH B A B a R I {8 2K 2 it (RS 2 =8B

5 ¢ fli B AtCAPE] overexpression protein(e YPF)-tagged

4 B BERIMAEE 7 RAR R 14 RREIRTAATF wild type A1 AtCAPE]
overexpression protein(e YPF)-tagged (2 [E] B #& FHAR B0 4 b HHRE RA R BERGR M 25 2=
B =~ 58 5H)

5

(DBTF{E7F wild type F1 AtCAPE] overexpression protein(eYPF)-tagged 22 7 KA K
14 KAFERR

Q7720

B\ - B RS TR

5. DB C AR R SR 2 S IRp By AtCAPE] HUSRAEUHER

1E%fH
(D)EE RS B+ R
2R

(1) &% B e s RIS (I A E P {9 7 wild type 11 AtCAPE] overexpression
protein(eYPF)-tagged 2 7 KA K 14 RAKEE

3R

(1) &R Bl 7 B RSB RS B T FH 7 wiild type T AtCAPE] overexpression
protein(e YPF)-tagged 22 7 KA Rz 14 R ANERE Fo8 AR5 8 T REVER
Q) AU e A FE B

(©)Fii =R ES
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fh ~ THEGER
— ~ T FEEARED A b B AR D B R SR T (34 22 At RS 2 5 EH
(—)1/2MS M0222 B2 M0231 FEAE3SRELEL

RN~ 12MS M0222 B2 M0231 REFERCRELE

Mo231 CAPE] Mo222 CAPE]

L&SER 1 12MS M0222 7 38 27 28 Ko A8 Rl R 3 M0231 2RV ST
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(Z)overexpression AtCAPEO(f&i## OXC9)EHARER s i HE KB SR SR M EX = H

it 559
LB

Rt~ OXCO BRI B R

4hr 8hr

wt vs wt

overexpression
cape9 vs
overexpression
cape9

lhr
Wt Vs
overexpression
cape9(FH )

2hr

Mo222 wt vs wt — &

Mo222 wt vs overexpression

cape9(H ) —F

Mo222 overexpression cape9
Vs overexpression cape9 —

5
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2. RT-PCR

R/\ ~ OXC9 prl RIEERH

L T S T e
ke | tawtq,..q,;g"fmrt
P ‘!

PCR Zx# 25 e PCR 2 29 #EFE|
3.QPCR
/1. + QPCR ERFRH ERAGER
prl arebl rd20
400 1.5 2
300 H 8-ww 1 B 8-ww 15 H 8-ww
200 I B 8-wc9 I B 8-wc9 1 I B 8-wc9
m8-c9¢9 05 B 8-c9¢9 I W 8-c9¢9
100 0.5
0 — 0 ' 0 | |
p5csl abi5 gols2
1.5 15 2
1 H 8-ww 1 B 8-ww 1.5 H 8-ww
I I m 8-wc9 I I m 8-wc9 1 m 8-wc9
0.5 m8-c9¢9 | 05 B 8-c9¢9 I m 8-c9¢9
0.5
0 . 0 0 .
aldh7b4 _
y St prl Fy AtCAPEO HYATSERED
1 H 8-ww
W 8-wc9
0.5 W 8-c9¢9
0 [ |
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4 4EF

(DFEAE OXCY &KEIAEE 1 ~ 2 ~ 4 FI 8 /NEFERZLRIFRA FIHRE A= R

(AT OXCO &LEET 1 R PR LIIBZES - WT vs WT B WT vs
OXC9 #3ETHAE » OXCY vs OXCY £ F BAF » FFATEIAESR » WRCDFTR -
(3)%& RT-PCR HEZRZEE R £y OXC9 -

(HEE QPCR 43#fr » & OXC9 B2 WT FlfE—#L » HrEIRRRI &K= - 1fiF
ER4HFT > WT vs WT B OXCO vs OXC9 2 B BN F 37 B HefIK

()8 8 /NFF RN R B B BRI A IR 1 FEIRY OXC9 vs OXC9 » WT vs WT B

OXC9 vs WT REIEY) =B UFTR -
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(Z)AtCAPE] HERA AR ER 73 W HE A B SRR I 5K 22 oAt (5 A 25
LR AEE 14 KK
&1 ~ AtCAPE] BERR 14 RAER DB B R

lhr 2hr 4 hr

wt vs wt

Wt Vs
capel (A
fH1)

capel vs
capel

(D&ESR - A GE AICAPE] REFRECEEAISE 1 ~ 2 ~ 4 N1 8 /NEFBRZR SR L IRR =

>~
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2RB-BERRFEIE 7 KK

(D12 /NRF B SR GEE S E )

F+— ~ AtCAPE] JERK 7 KRB 12 /NRERBIA T =EH)

wt vs capel(75)

wt vs capel(75)

capel vs capel
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wt vs wt — 2-2

wt vs capel(/5) - 2-2

wt vs capel (7E) - A @tk 2-2

capel vs capel - 2-2
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wt vs wt - 4-4

wt vs capel (/) - 4-4

wt vs capel(7E) — Bt 4-4

capel vs capel -4-4

afhR + ANE AtCAPE] BERK T RREEHEIIR 12 /N2 1-1 ~ 2-2 ~ 4-4 BZR %]

RS -
26




(224 /NEFERISR IR E 10 © 00 JBLA)

R+ 4~ AtCAPE] JERR 7 XA 24 /NRFRBICA T =EH)

wt vs wt

wt vs capel(75)

wt vs capel(/F) - ARtk

capel vs capel
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wt vs wt — 2-2

wt vs capel(/5) - 2-2

wt vs capel (75) - AFEt 2-2

capel vs capel - 2-2
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wtvs wt - 4-4

wt vs capel (/) - 4-4

wt vs capel(75) - ABFR 4-4
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wt vs wt — 2-2

wt vs capel(/5) - 2-2

wt vs capel (7E) - A @tk 2-2

capel vs capel - 2-2
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wt vs wt — 4-4
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wt vs wt — 2-2

wt vs capel(ZE) - 2-2

wt vs capel(7F) - A F@tk 2-2

capel vs capel - 2-2
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wt vs wt - 2-2

wt vs capel(ZE) - 2-2
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capel vs capel - 2-2

afE R ¢ AN AtCAPE] R PU R AEREE % 24 /NI > 1-1 ~ 2-2 BT

RS

36



(3)—

RK17N ~ AtICAPEL FERK 14 RARKEHHE —FARBOLT=E4)

\

1

wt vs wt - 4-4

1
"/

wt vs capel(7E) - 4-4

@

wt vs capel(/F) - Btk 4-

r

\

capel vs capel -4-4

a4E5E ¢ A AtCAPE] RERKIUR ALK EE it —H > 4-4 BE55%
% HAHAEE - EA R TEIRGE BAIE = Fow
— ~ AtCAPE] iR Z IR A&

LR RIBE SR A IS e YPF 20T -

37

Pl
z

Ea{BR



B - B3

— ~ E[FE AR ER S0 At R BRI B R S N 2K 22 A A 2 8 A

(—)1/2MS M0222 H2 M0231 FEtERERELS:
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(9 AtCAPE] BERKFFZRIBIE] WT FEy IR KR E M ETTEET -

(3)0XC9vs OXCY RFEHTFE(R AtCCAPE] BERKZRIR - (HE A HEE -

2RI 8 /NP ER N FRIR S BB R | FERR BRI A& A RE RN
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(—) overexpression AtCAPE9 FHAR &5 530 tE B AR I B EH e 17 8 228 2 M (S 2 565 A

1.RNA extraction JEE

A g=="2N
L=

bk

Sample | ng/ul | A260 | A280 | 260/280 | 260/230 | Constant | Cursor | Cursor | 340
ID Pos. abs. raw
8-ww 604.22 | 15.105 | 6.847 2.21 2.39 40 230 | 6.321]0.011
8-woxc9 | 755.44 | 18.886 | 8.591 2.2 241 40 230 | 7.842{0.383
8- 701.7 | 17.542 | 7.997 2.19 241 40 230 | 7.269 | 0.022
oxc9o0xc9
2.QPCR
Sample Target Cr ACT AACT 21 2N stdev
Name Name AACT AACT
Mean
8-ww actin2 20.28531
8-ww actin2 20.07029
g-ww actin2 20.00094
8—wc9 | actin2 19.91103
8--wc9 actin? 19.83645
8--wc9 actin2 19.82408
8-c9c9 actin2 19.84048
8-¢9c9 actin2 19.86511
8-c9c9 actin2 19.85094
8-ww arebl 2239244 | 2.107128 1 1 0
8-ww arebl 2218316 | 2.112879 1
8-ww arebl 224319 | 2.430964 1
8--wc9 arebl 2191333 | 2.002306 | -0.10482 | 1.075362 | 1.110009 | 0.084723
8--wc9 arebl 21.90948 | 2.073036 | -0.03984 | 1.028002
8--wc9 arebl 219603 | 2.136223 | -0.29474 | 1.226664
8-c9c9 arebl 2340301 | 3.562531 | 1.455402 | 0364653 | 0.365774 | 0.017367
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Sample Target Cr ACT AACT 2N 27~ | stdev
Name Name AACT AACT

Mean
8-c9c9 arebl 2351295 | 3.647848 | 1.534969 | 0.345087
8-c9c9 arebl 23.64933 | 3.798386 | 1.367422 | 0.387583
8-ww abis 254828 | 5.197489 1 1 0
8-ww abis 25.69542 | 5.625135 1
8-ww abis 25.62583 | 5.624895 1
8--wc9 abis 24951 | 5.039974 | -0.15751 | 1.115364 | 1.285333 | 0.135414
8--wc9 abis 2492879 | 5.092342 | -0.53279 | 1.446727
8--wc9 abi5 25.07724 5.25316 | -0.37173 | 1.293908
8-c9c9 abi5 2559599 | 5.730885 | 0.105749 | 0.929322
8-c9c9 abi5 2576823 | 5917286 | 0.292391 | 0.816548
8-c9c9 abi5 2539536 | 5.554882 | 0.357393 | 0.780574 | 0.842148 | 0.063367
8-ww at2g 269706 | 6.685287 1 1 0
8-ww at2g 26.94059 | 6.870306 1
8-ww at2g 2692731 | 6.926376 1
8--wc9 at2g 18.33055 | -1.58048 | -8.26577 | 307.7826 | 311.4933 | 2.656283
8--wc9 at2g 1841747 | -1.41898 | -8.28929 | 312.8418
8--wc9 at2g 18.4565 | -1.36758 | -8.29396 | 313.8555
8-c9c9 at2g 18.77405 | -1.06643 | -7.75172 | 215.5261 | 227.6345 9.52543
8-c9c9 at2g 18.83574 | -1.02936 | -7.89967 | 238.8014
8-c9c9 at2g 18.94079 | -0.91015 | -7.83653 | 228.5761
8-ww 1rd20 18.89902 | -1.38629 1 1 0
8-ww rd20 18.97764 | -1.09265 1
8-ww 1rd20 19.04836 | -0.95258 1
8--wc9 1rd20 18.31094 | -1.60009 -0.2138 | 1.159738 | 1.346198 | 0.144691
8--wc9 1rd20 18.29338 | -1.54306 | -0.45042 | 1.366437
8--wc9 1rd20 1827464 | -1.54943 | -0.59686 1.51242
8-c9c9 1rd20 21.62449 | 1.784004 | 3.170292 | 0.111083 | 0.133511 | 0.016649
8-c9c9 1rd20 21.6243 | 1759192 | 2.851837 0.13852
8-c9c9 1rd20 21.62641 | 1.775469 |  2.728045 0.15093
8-ww aldh7b4 19.30919 | -0.97612 1 1 0
8-ww aldh7b4 19.18389 -0.8864 1
8-ww aldh7b4 19.23787 | -0.76307 1
8--wc9 aldh7b4 18.90878 | -1.00225 | -0.02612 | 1.018272 | 1.056994 | 0.040624
8--wc9 aldh7b4 18.89402 | -0.94243 | -0.05603 1.0396
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Sample Target Cr ACT AACT 2N 27~ | stdev
Name Name AACT AACT

Mean
8--wc9 aldh7b4 18.90641 -0.91767 -0.1546 1.11311
8-c9c9 aldh7b4 21.95288 | 2.112396 3.08852 | 0.117561 | 0.128299 | 0.010998
8-c9c9 aldh7b4 2199118 | 2.126076 | 3.012476 | 0.123924
8-c9c9 aldh7b4 21.88962 | 2.038683 | 2.801756 | 0.143413
8-ww gols2 23.86714 | 3.581831 1 1 0
8-ww gols2 23.75838 | 3.688091 1
8-ww gols2 23.88991 | 3.888973 1
8--wc9 gols2 23.06059 | 3.149563 | -0.43227 | 1.349353 1.44536 0.11117
8--wc9 gols2 23.05409 321764 | -0.47045 | 1.385543
8--wc9 gols2 23.03391 | 3.209835 | -0.67914 | 1.601183
8-c9c9 gols2 2493273 | 5.092245 | 1.510414 0.35101 | 0.368044 | 0.018402
8-c9c9 gols2 25.02905 | 5.163944 | 1.475853 | 0.359521
8-c9c9 gols2 25.08511 | 5.234171 | 1.345198 0.3936
8-ww pScsl 19.15757 | -1.12774 1 1 0
8-ww pScsl 19.06921 -1.00108 1
8-ww pScsl 19.16185 | -0.83908 1
8--wc9 pScsl 18.66354 | -1.24749 | -0.11975 | 1.086547 | 1.073706 | 0.069178
8--wc9 pScsl 18.85968 | -0.97677 | 0.024307 | 0.983293
8--wc9 pScsl 1878176 | -1.04232 | -0.20324 | 1.151278
8-c9c9 pScsl 20.72265 | 0.882172 | 2.009907 | 0.248289 | 0.267056 | 0.014648
8-c9c9 pScsl 20.67989 | 0.814785 | 1.815865 | 0.284034
8-c9c9 pScsl 20.907 | 1.056063 | 1.895147 | 0.268846
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